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Figure 2. Plasm id pA\240, containing sequences ligated upstream of 
the P :6 panBCD cassette, equivalent to the integrated version in strain 
P A.22 1 




Figured Plasmid P aM, containing the panBCD operon^rcssed from P26 and RBSl. 
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Figure <-( Plasmid pAN236, Containing an integratable and amplifiable P26-RBS2-panEl 
expression cassette. ^ 
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Figure 1 1 Structure ofpAN251, a plasmid designed to integrate a single copy o/P 26 panEl at the 
panEl locus by double crossover. 




Figure /Z Structure ofpAN267, a plasmid designed to stably integrate a ? 2 6 ilvBNC 

cassette at the amyE locus. 
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Figure 13 Structure of pAN257, a clone ofB. subtilis ilvD in a lozv copy vector. 
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Figure Structure ofpAN263, designed to stably integrate a single copy of 

P26 ilvD at the ilvD locus. 
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Figure /<? Structure ofp.4N281, a plasmidfor expressing B. subtilis coaA after integration 
at the bpr locus. pAN282 and pAN283 have similar structures. 
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FigurelZ Structure of pAN341and pAN342, two independent PCR- derived clones of 
yacB (renamed coaX) . J 
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Figure 2.$ Structure ofp.\N294, aplasmidfor integrating mutagenized B. subtilis coaA 

at its native locus. 
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Figure Structure ofpAN336, a plasmid designed to delete B. subtilis coaX from the 
cnr o»*osome and replace it with a kanamycin resistance gene. 




1 pAN336 




